Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.042; wR factor = 0.117; data-to-parameter ratio = 15.9.
Related literature
For N-arylalkanesulfinamides, see: Datta et al. (2008 Datta et al. ( , 2009 . For N-alkylalkanesulfinamides, see: Sato et al. (1975); Ferreira et al. (2005) ; Schuckmann et al. (1978) . For the synthesis, see: Stretter et al. (1969) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . (16) Å] in the minor component is longer, though far less precisely determined. This perhaps suggests weaker delocalization of electrons over N and the aromatic ring, which would correlate with the greater non-coplanarity of the aromatic ring and sulfinyl moiety in this component. In either case, however, the N-C aryl bond is shorter than the N-C alkyl bonds [1.470-1.530 Å] observed in structures of N-alkylalkanesulfinamides (Sato et al., 1975; Schuckmann et al., 1978; Ferreira et al., 2005) . The crystal packing of (I) shows head-to-tail interaction through NH···OS hydrogen bonds, forming discrete centrosymmetric dimers, as illustrated for the major component in Fig. 2 . The hydrogen bonding data for both components are listed in Table 1 . There is no evidence of hydrogen bonding involving the methoxy group, nor of weak CH···.OS hydrogen bonding, as observed in the packing of N-phenyladamantane-1-sulfinamide (Datta et al., 2008) .
Compound (I) was prepared by the method of Stretter et al. (1969) , using tert-butanesulfinyl chloride (281 mg, 2 mmol) and 3-methoxyaniline (492 mg, 4 mmol) in dry ether (20 ml). After 5 h (with TLC monitoring) the colourless solid amine salt was fitered off and the solvent was removed under reduced pressure. Column chromatography (silica gel, 1% methanol-dichloromethane) provided (I) as colourless crystals (430 mg, 95%), m.p. 367 K. Single crystals suitable for X-ray analysis were obtained by evaporation of a solution of (I) in dichloromethane:hexane (1:1) at room temperature. Spectroscopic analysis: FTIR (KBr) (cm -1 ) 3024, 1603, 1496, 1473, 1368, 1278, 1227, 1214, 1156, 1069, 953, 834 . 
Refinement
H atoms were located in a difference Fourier map and refined geometrically using a riding model. Methyl groups were refined with rotational freedom. Lengths and displacement parameters were constrained as follows: C-H = 0.95-0.98 Å and U iso (H) = 1.2 (1.5 for CH 3 ) times U eq (C, N). The minor disorder component was refined isotropically. The disorder was modelled with the aid of geometrical and displacement parameter restraints.
supplementary materials sup-2 Figures   Fig. 1 . Molecular structure of the major component of (I) with atom labels and 50% probability displacement ellipsoids for non-H atoms. 
N-(3-Methoxyphenyl)-tert-butanesulfinamide
Crystal data Symmetry codes: (i) −x+1, −y, −z+1; (ii) −x+1, −y+1, −z+1.
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